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(LSD), 5
2
3 B3l , .
1 IDVGA55
AA BB AB AC BD
193/193 199/199 193/199 193,203 199,217
N 3 10 16 4 5
(cm) 123.5+1.5b 122.9+3.6B 122.2+1.8B 128.322.1aA 125.423.6b
(cm) 130.8+4.5ab 129.424.2b 128.4+2.5bB 133.8+3.6aA 131.422.6ab
(cm) 121.0+3.6a 119.3+2.6bB 117.5£2.3bB 123.5+2.5aA 122.0+3.4a
: a,b,c (P<0.05); A,B,C (P<
0.01), .
1 , N 3 , IDVGASS AC
, AB (P<0.01), BB (P<0.01 P<0.05),
AA BD., AC C, C(203bp) 3
2 BM2113
BB AB AC BC
136/136 128/136 128/142 136/142
N 7 15 8 6
(cm) 105.10+3.10ab 103.50+4.20bB 107.10+2.60a 108.50+3.10aA
(kg) 230.05+20.83ab 225.04+17.75b 235.63+9.21ab 244.17+11.26a
(%) 49.21+1.75ab 47.97+1.53bB 49.88+1.18aA 49.48+1.36a
2 BM2113 . ( ) ,
BC AC AB (P<0.01 P<0.05), BB,
C(142bp) o , BC AB(P<0.05), AC
BB AB(P>0.05), C(142bp) o ,
AC BC C , AC AB (P<0.01), BC AB
(P<0.05), C(142bp) o
3 ETH225
BB AD BD BE
129/129 123/143 129/143 129/147
N 9 7 13 5
(cm) 44.9+1.1ab 46.3+2.2a 43.5+1.8b 44.6£2.2ab
3 s , ETH225 AD , BD
(P<0.05), BB BE, A(123bp) o
4 IDVGA46 o N N
N 4 , AC (P<0.01) (P<0.05) AB .BD
BB, AA; , AC (P<0.05) BD,
AA AB BB, S C(211bp) N N .
N o A} N 9 AC
(P<0.05) (P<0.01) BB .AB BD, C(211bp)

o



43

4 IDVGA46
AA BB AB AC BD
201/201 203/203 201,203 201/211 203/217
N 4 3 15 6 9
5.88+1.93ab 6.67+0.58a 6.43+0.98aA 5.25+0.69hB 6.70+0.61aA
6.50+1.47ab 7.00+0.50a 6.67+0.94a 5.67+0.75b 6.73+0.55a
5.75+1.94ab 6.83+0.76ab 6.57+1.27ab 5.50+1.10b 6.87+0.89a
5.88+1.93ab 6.83+0.76aA 6.77+1.10a 5.50+0.89bB 6.90+0.68aA
6.63+1.80ab 7.00+£0.50a 6.63+1.29a 5.75+0.82bB 7.06+0.76aA
(kg) 267.6+21.8ab 285.5+10.4a 277.8+17.5a 255.4+22.8h 281.7+13.5a
(%) 57.7+1.65ab 58.5+0.76a 58.3+1.46aA 56.2+1.48bB 58.9+1.93aA
(kg) 226.5+20.0ab 240.2+10.9a 234.1+£15.8a 214.6+£20.9bB 241.3+£17.9aA
(%) 48.8+1.72ah 49.2+1.33ab 49.1+1.58ab 47.3+1.67b 50.5+3.62a
5 BM1824
BB DD AD BD CD
175/175 187/187 171/187 175/187 179/187
N 6 4 3 19 6
5.42+1.16b 5.88+0.75h 6.83+0.76a 6.27+1.41ab 6.75+1.33ab
(cm) 127.50+3.15b 128.25+3.40b 133.33+2.31a 130.03+3.47ab 131.00+4.00ab
(cm) 67.08+1.43b 68.88+1.32ab 68.67+1.16ab 67.79+1.78h 70.67+3.55a
5 BM 1824 o ,
AD BB DD(P<0.05), BD  CD(P>0.05), A(171bp)
; , CD BB BD(P<0.05), DD  AD(P>
0.05), C(179bp) o , AD
BB DD(P<0.05), BD  CD(P>0.05), A(171bp) o
6 TGLA44
AA EE AD AE
185/185 221/221 185/205 185/221
N 7 5 10 6
5.93+1.40b 7.06+0.90a 6.10+0.66h 6.67+0.52ab
5.81+1.50b 7.26+0.99a 6.15+1.06h 6.75+0.69ahb
6.73+1.31ab 7.36+0.99a 6.20+1.27h 6.88+0.67ab
(kg) 491.1+£32.6ab 513.8+20.3a 477.8+30.5b 496.2+16.1ab
(kg) 273.6+17.9ab 291.2+11.0a 265.3+23.9h 278.9+13.6ab
(kg) 229.8+15.6ab 246.4+11.0a 224.2+22.1b 233.4+11.8ab
6 TGLA44 o N 2
, EE , (P<0.05) AA  AD, E
AE AA  AD . . , EE (P<
0.05) AD, AE AA  AD(P>0.05), E(221bp) . N
N o
3
,TGLA44 E(221bp) N N
b 9 o]
Charlier ~ (1995) s mh 2 ,
DNA TGLA44 mh . E.Casas  (1998)" ,
TGLA44  INRA40 TGLA44  2.8¢M, ,
(o) E,
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, E o (1999)E! , .
IDVGA46 211 o IDVGA46 C(211bp)
(1999)%! IDVGASS 203 . C(203bp)
Napolitano ~ (1996)!"!
,IDVGA46 205 N ,IDVGA2 .
, IDVGA46 205, IDVGA46  IDVGA2
. (2004)"! )
IDVGA46 249 , 203
245 o 203 ,
205.245 249, 0
) , 40 ),
4
IDVGASS C(203bp) . 3 ; BM2113
C(142bp) R ; ETH225 A(123bp)
; IDVGA46 C(211bp) 5 N . N N
N \ ; BM1824 A(171bp)
. 2 , C(179bp) ; TGLA44 E(221bp)

N N Ay

o
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Abstract: In this study, 40 individuals of grassland red cattle(GLRC) and its improved hybrid by Limou-
sine(LM) were chosen as test population. The muscularity evaluation traits in the regulation of linear valuation
and slaughtering meaty traits were used to evaluate their beef performance traits, and the body measurement
traits and body weight were used to evaluate their growth and development. The relation of 21 traits in a pop-
ulation of 40 cattle and 8 microsatellite markers was analyzed using SPSS. The results showed that, for mi-
crosatellite loci IDVGASS, allele C(203 bp) had a positive correlation with body height, height at hip cross
(HHC) and height at capitulum body measurement traits. For BM2113, allele C(142 bp) had a positive corre-
lation with gam girth, net meat weight and net meat rate. For ETH225, allele A(123 bp) had a positive corre-
lation with waist corner width. For IDVGA46, allele C(211 bp) had a negative correlation with the five mus-
cularity evaluation and four slaughter meaty traits. For BM1824, allele A (171 bp) had a positive correlation
with height at hip cross(HHC) and loin thickness, and allele C(179 bp) had a positive correlation with chest
depth. For TGLA44, allele E(221 bp) had a positive correlation with withers, loin thickness, buttocks shape,
body weight, carcass weight and net meat weight.

Key words: Grassland red cattle (GLRC); Production trait; Microsatellite DNA
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