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Recent Process in Researches of Pig’ s QTL
ZHANG Shu-min, LI Na, JIN Xin, et al.
(Branch of Animal Husbandry, Academy of Agricultural Sciences of Jilin Province,
Gongzhuling 136100 China)
Abstract: The recent progress in researches of pig’ s QTL was reviewed in the paper. There have been
896 QTLs, which representing 231 traits. Identification of quantitative trait loci, especially main genes affect—
ing the intra muscular fat percentage and reproductive traits, have been reviewed in the paper.
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