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Molecular Base of Agrobacterium tumefaciens Transgene
ZHOU Xiao- hang*, LIU Hong- zhang**
(Faculty of Horticulture, Jilin Agricultural University, Changchun 130118, China)

Abstract: Agrobacterium tumefaciens- mediated transformation included steps such as chemotaxis, attach-
ment, vir region induction, T- DNA processing, transport, insertion, genes expression and so on. The molecular
base of that procedure was reviewed in the paper.
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Primary Evaluation of Cold Tolerance among Eight Alfalfa Varieties
LIU Yan- zhi, XIA Tong, WANG Yu- min, XING Shao- chen,
WANG Zhong- wei, TAN Hua, DONG Ying- shan
(Biotechnology Research Center, Academy of Agricultural Sciences of Jilin Province,
Gongzhuling 136100, China)

Abstract: Eight alfalfa varieties were used for tissue culture. The callus were induced from cotyledon of
sterile plantlet and were treated with low temperature for six weeks. After the treatment, culture condition was
recovered to normal and the regeneration plants were obtained. The evaluation of cold tolerance was confirmed
by the rate of survival of callus that can develop into plants.

Key words: Alfalfa; Tissue culture; Low- temperature treatment; Cold resistance



