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Abstract: This experiment was carried out to study the genetic polymorphism of laying traits in

'"Nonganzi' local goose using RAPD markers. T- test on the RAPD amplified products of genomic DNA
polymorphism in 'Nonganzi' goose was performed. Four bands were found to be significantly related to
laying traits of 50 weeks 'Nonganzi' goose, i.e., band C with RMCO1 primer, band D with RMCO06 primer,
band G with RMDO02 primer, band A with RMDO06 primer. So these bands could be used as quantity trait
marker loci for the selection of the egg production of 50 weeks in '"Nonganzi' goose.
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1.3 RAPD

RMCO1 (CAAG-
GCAGTC).RMC06 (AGGCTACAGG).RMDO02 (GT-
GATCGCAG).RMD06 (GGGGTGACGA).RMD09

(GGCTGCAGAA). °
1.4 PCR
25u L Mg*
1.0 gy L,dNTP 2.00 L DNA
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2 SAS System T
P<0.05.
2
2.1 RAPD
1 RAPD
(%)
RMCO1 120 45 75 62.50
RMC06 180 80 100 55.56
RMD02 160 64 96 60.00
RMD06 150 30 120 80.00
RMD09 160 40 120 75.00
PCR RAPD
Y Y 1 o
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80 DNA RAPD
RAPD
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66.36%
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- 50
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2 °
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) CEGH 87.0 )
13.24 11.24 BEGH BGH
(76.0  84.5 )

(75.76% 9.36).
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)  RMC06 B (85.0 (4) RMDO6 ABF
DG (875 ) (83.0 ) 8.5 ACF.AF
10.6  13.1 BDFG.DF.ABDF.ABDFG (79.0.75.0
(76.0.75.0.76.0.76.0 (74.50% 7.79).
(74.40% 9.62). 5) RMDO09 C (84.5
3) RMDO02 CFG ) 9.86 ACD
(875 ) 12.89 AFIJ.AFGI.  (76.0 ) (74.64+
AGIJ . CF.CFI (76.0.79.0.76.0.  9.18),
79.0 ) (74.50% 2.2.2 50
7.79), 2
2 RAPD 50
® ) F.X
RMCO01 60 BG 0.095 89.0 8.455 13.24
EG 0.095 75.5 7.173 -0.76
BEGH 0.048 76.0 3.648 0.24
CEGH 0.095 87.0 8.265 11.24
EGH 0.143 71.5 10.230 -4.26
BGH 0.095 84.5 8.028 8.74
BCEGH 0.095 72.0 6.840 -3.76
GH 0.143 74.7 10.680 -1.06
H 0.048 72.0 3.456 -3.76
EH 0.143 67.0 9.581 -8.76
u =75.76 $=9.360
RMC06 60 B 0.130 85.0 11.050 10.60
BDFG 0.067 76.0 5.092 1.60
BFG 0.067 73.0 4.891 -1.40
DF 0.067 75.0 4.891 0.60
ABDF 0.130 76.0 9.880 1.60
ADFG 0.200 64.0 12.800 -10.40
ABDFG 0.067 76.0 5.092 1.60
DG 0.130 87.5 11.380 13.10
G 0.067 64.0 4.288 -10.40
u =74.40 $-9.620
RMDO02 60 A 0.077 72.0 5.544 -2.61
ACF1J 0.077 68.0 5.236 -6.61
AF1J 0.077 76.0 5.069 1.39
AFGI 0.077 79.0 6.083 439
AGIJ 0.077 76.0 5.069 1.39
CF 0.077 79.0 6.083 439
CFG 0.154 87.5 13.480 12.89
CFI 0.077 82.0 6.314 7.39
CF1J 0.077 63.0 4.851 -11.61
F 0.077 72.0 5.544 -2.61
F1J 0.077 69.0 5.313 -5.61
FI 0.077 64 4.928 -10.61
Y =74.61 S=7.780
RMDO06 60 ABCF 0.167 71.5 11.940 -3.00
ABF 0.250 83.0 20.750 8.50
ACF 0.083 79.0 6.557 4.50
AF 0.333 75.0 24.980 0.50
F 0.167 70.0 11.690 -4.50
y =74.50 S=7.790
RMD09 60 AC 0.286 66.0 18.880 -8.64
ACD 0.071 76.0 5.396 1.36
C 0.286 84.5 24.170 9.86
D 0.357 73.4 26.200 -1.24
U =74.64 S$=9.180
50
RAPD
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RMCOl  BG.CEGH 3 50
RMC06  ABDF B RMDO02 .
CFG RMD06  ABF RMD09 0.5
c . 1
2.3 RAPD 50 50
2.3.1 RMCO1 G.C  RMC06
3 50
® ) F.X
RMCO1 B 0.188 76.0 14.29 0.32 B—C 9.0
C 0.146 85.0 12.41 9.32 H—-C 10.8
E 0.188 77.1 14.49 1.42 E—-C 7.9
G 0.125 82.0 10.25 6.32 G—-C 3.0
H 0.354 74.2 26.27 -1.48 B—G 6.0
E—-G 7.9
H—-G 7.8
M =75.68 $=9.13
RMC06 A 0.162 69.8 -3.92 11.31 A—D 13.7
B 0.189 78.4 4.68 14.82 B—D 5.1
D 0.162 83.5 9.78 13.53 F—D 12.1
F 0.243 71.4 -2.32 17.35 G—D 10.4
G 0.243 73.1 -0.62 17.76 A—B 8.60
F—B 7.00
G—B 5.30
p =73.72 S$=9.16
RMDO02 A 0.132 73.20 9.66 -1.66 A—C 7.60
C 0.132 80.80 10.67 5.94 F—C 5.99
F 0.289 74.91 21.65 0.05 1I-C 9.30
G 0.079 83.67 6.61 8.81 J—-C 9.80
1 0.211 71.50 15.09 -3.36 A—-G 10.47
J 0.158 71.00 11.22 -3.86 C—-G 2.87
F—G 8.76
1-G 12.17
p =74.86 S=7.78 J-G 12.67
RMD06 A 0.267 83.20 22.21 7.80 C—A 9.20
B 0.233 79.43 18.51 4.03 B—A 3.77
C 0.100 74.00 7.40 -1.40 F—A 7.20
F 0.400 76.00 30.40 0.60 C—B 543
M =75.40 S=7.48 F—B 343
RMD09 A 0.263 68.00 17.88 -5.05 A—C 8.88
C 0.421 76.88 32.67 5.83 D—C 3.05
D 0.316 73.83 23.33 0.78
u =73.05 S=8.41
D.B  RMDO2 C.G  RMDO06 G (73.72+
A.B RMD09 c . 9.13) D A
RMCO1 G  RMC06 1.5 .
D  RMDO2 G  RMDO6 3) RMD02 G AF.1.G
A C 1.G 1
2.3.2 50 (74.86% 7.78). G 1.J
3 1.5 .
@) RMDO06 A C
2.5 . 1 (73.40% 7.48)
(1) RMCO1 C B.H A C 1.2 .
1 5) RMD09 C A
(72.68% 9.13), 1 (73.05% 8.41)

(2)  RMC06 D AF, C A 1.1 .
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2 635 2261 o 50 RMDO02
RMDO6-A  1-60 1 78.6 7482 3213%* C.G T G
2 517 19.26
* (P<0.05) ** (P<0.01) C
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4.2 “ ( )’
DNA BJ, Dunnington
N F, 550
DNA RMCO1 G.
33.6 V.1 C RMCO06 D.B RMDO02 C.G
- Yancovich?! RMDO06 A.B RMDO09 c .
DNA 4.3 50
o 2 RAPD (P<0.05) 4 RMCO1- C.
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o o RAPD
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N,(0.4g/ ) 2 ( 08¢g )
1480 mg/kg N;(0.3 g/ ) 3
( 09¢g ) 1 607 mg/kg [1] : [M] .
(1 440 mg/kg) 2001
) [2] .
° 0. 2000(4):1-4 .
08~09g , .
30~33.7 kg/667m>, M] . ,2000 .
> s - [4] . M] .
34 1999 .
[5] . (Brassica chinensis)
0. ,2000,22(3)
253-256 .

39
N N N N N N N N [l] [M] N
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[2] M] .
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o N ° [3] . (M]
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