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Transformation of SAG,, Gene into Apical Point of Maize Plant
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GUO Jia', LI Hai- hua!, ZHANG Ju- ren?,
HAO Dong- yun', Yuan Ying'*
(1. Center of A gro-Biotechnology, A cademy of A gricultural Sciences of Jilin Province, Changchun 130033;
2. College of Life Science, Shandong University, Jinan 250100, China)

Abstract: The SA G, gene was transferred into the apical point of maize plant of inbred line 'Zheng 58'
by Agro- bacterium tumefaciens mediated transformation to study the feasibility of this system. 21 transgenic
plants were obtained after selecting with 300mg/L Basta and 14 of them were confirmed positive by PCR am-
plification. The frequency of transformation reached about 12.73%. The result showed that the foreign gene
has integrated into maize genome and the apical point of maize plant can be used as receipt sporophyte for

transformation.
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1.1 o
1.1.1 1.1.2
58 120
LB RB
—» 35S PolyA |=—P bar =P 35S =P 355 =P SAG, P Nos polyA
1 PC3301-SAG),
1.1.3 CTAB DNA!
YEP 10 g/L+ 10 DNA PCR o
g/L+NaCl 15 g/L pH 7.0, P1 5'CAGGAACCGCAGGAGT
1/2MS+3% +0.7% pH G- GA3' P2:5'"CCAGAAACCCACGTCATGCC3',
5.8~6.0, PCR 25u L

1/2MS+AS100p mol/L+0.05%
Silweet pH 5.2,

1.2
1.2.1
PC3301-SAG, E-
HA105 50 mg/L 50 mg/L
YEP 28°C
(O Dgoo 0.6) 8 000 r/min 5
min ODgg0
0.5
(AS)100M mol/L. 0.05% Sil-
weet,
1.2.2
58 70%
2 ~5 min 0.1% HgCl, 10 ~15
min 4
25°C
3~6 cm
50
kPa 5~10 min
25°C
1.2.3
o 6~8 cm
2~3 3
300 mg/L (Basta) o
1.2.4 PCR

10x PCR Buffer 2.5uL. dNTP Mixture( 2.5 m/L)
2l P1 (10pMol/L)T . P2 (10pmol/L)1 L. Taq

0.125pL DNAO.5nL(10ng) ddH,017.875
pL PCR 94°C 5 min 1
94°C 1 min 55C 50 s 72°C 1
min 35 72C 10 min,
2
2.1
58 120 116
° 5 cm
(AS)100p mol/L  0.05%  Silweet
(ODgoo 0.5) 50kPa 7
min
25C
110 o
2.2
110
o 2 3 300 mg/L
(Basta) 21
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