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Effect of Salt Stress on Germinating Energy and Germination Rate of

Genetically Modified Soybean
LI Xiu-ying*, WANG Pi-wu?*
(1. Information Teaching and Management Center, Jilin A gricultural University, Changchun 130118;
2. Faculty of A gronomy, Jilin A gricultural University, Changchun 130118, China)

Abstract: In this study, five transgenic soybean lines and two non-transgenic soybean lines were used
as materials to conduct a standard germination examination under four salt concentrations using the method
of sand culture. The germination ability and seedling growth were tested and salt tolerance of different trans-
genic lines was screened. The genomic DNA of transgenic plant lines was extracted from young leaves to de-
tect the target gene by using PCR technology. The results showed that at same temperature conditions, the
germination rates of transgenic plant lines under salt condition were higher than that of non-transgenic lines.
Lines of 'BADH- 14", 'BADH- 17" and 'CMO- 5' show better salt tolerance than their recipient ‘Jinong 17°".
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NaCl (0.2%.0.4%.0.6% . 0.8%)
1.
17 18
1
F Foos Foou
43.45 2 21.73
1792.12 6 298.69 6.24%* 3.00 4.82
Ea 574.38 12 47.87
2128.32 3 709.44 20.65%* 2.83 4.29
X 373.60 18 20.76 0.60 1.86 241
Eb 1442.83 42 34.35
6 354.70 83
o 18. 17 KHT-4.CMO-5.
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2 LSDys=6.15 LSD,=8.63, KHT-4 BADH-14. 18, 17
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2.7 18, 17 KHT-4 KHT-5
- % BADH-17.CMO-5.BADH-14
KHT-4 35.75 a A .
KHT-5 31.50 ab AB
BADH-17 29.84 ab ABC KHT-4
CMO-5 27.67 bc ABC KHT-5 BADH-17,
BADH-14 26.83 be BC 17 )
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12.50 2 6.25
2164.90 6 360.82 14.87** 3.00 4.82
Ea 291.17 12 24.26
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X 649.10 18 36.06 3.95** 1.86 2.41
Eb 383.00 42 9.12
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. a=0.05 BADH-14 KHT-4.
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2.2.2.1 KHT-5 CMO-5.BADH-17 .KHT-5
. a=0.01 BADH-14
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BADH-17 . KHT-5 KHT-4 °
BADH-14
COM-5 BADH-17,
17 18 o
5 7
5% 1%

BADH-14 44.25 a A
CMO-5 43.00 ab A
BADH-17 41.75 ab A
KHT-5 4017 ab A
KHT-4 39.42 b A
17 32.33 c B

18 29.83 c B

4
o 0.2%
0.4%
2.2.2.2 NacCl
NacCl
6 LSDg¢s=1.88 LSDy=2.51.
6 4
5% 1%
0.2% 46.90 a A
0.4% 39.52 b B
0.6% 34.62 c c
0.8% 33.67 c c
a=0.05 0.2% 0.4%.0.6%.0.8%
0.6% 0.8% . a=0.01
0.2% 0.4% .0.6% .0.8%
0.6% 0.8% o

2.3 PCR
8~10d
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