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Genetic Transformation of Na* Transporter Gene SKC1 into Soybean

Mediated with Agrobacterium
YU Zhi-jing, CAIl Qin-an, LIU Yan-zhi, QI Guang-xun, MA Rui*, DONG Ying-shan*
(Institute of A gricultural Bio—Technology Research, Jilin Academy of A gricultural Sciences, Changchun
130033, China)

Abstract: In this study the plant expression vector pTF-SKC1, harboring a Na+ transporter gene SKC1
which is derived from rice and a selection marker gene bar, was constructed. The gene was transformed into
soybean mediated with Agrobacterium tumefaciens by using cotyledon node as explants. PPT resistant regen-
erated plants were identified by PCR, and the rate of positive plants was 50%. The test for salt-tolerance of
the transformed plants showed that over-expressing of SKC1 in soybean could enhance salt tolerance of the
transgenic plant of soybean.
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