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Identification of the T-DNA Flanking Sequences and Event-Specific PCR De-

tection of Transgenic Rice ‘Jishengjing 2’

JIN Yongmei, MA Rui, YU Zhijing, LIN Xiufeng*

( Agro—Biotechnology Research Institute, Jilin Academy of Agricultural Sciences, Changchun 130033, China)
Abstract: Using genome walking PCR, left flanking sequence of the T-DNA integration site on rice genome was am-
plified. T-DNA integration site on rice genome was determined by nucleotide blast using left flanking sequence as
query. The results showed that T-DNA was inserted into the position 41 607 441 bp of chromosome 1 (GenBank se-
quence ID: NC_008394.4). Right flanking sequence of the T-DNA integration site was also amplified by using T—
DNA right border specific primers and right primer of insertion site. Based on the left flanking sequence and inser-
tion site, the T-DNA left border specific primer and insertion site specific primers on ‘Jishengjing 2’ genome were
designed. Using the primers, the event—specific detection PCR for ‘Jishengjing 2’ was established. It will provide
the effective method for identification of ‘Jishengjing 2.
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