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Transformation of Soybean with Betaine Aldehyde Dehydrogenase (BADH)

Gene
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Abstract: Betaine aldehyde dehydrogenase (BADH) gene was transferred into soybean by using agrobacterium in or-
der to enhance the salt tolerance of soybean. PCR analysis for 132 transformed soybean plants showed that 64 plants
were positive and the ratio of positive plant was 48%. Southern blot indicated that BADH gene had been integrated
into the genome of soybean.
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