AL FLE 2016,41(5) :46-51
Journal of Northeast Agricultural Sciences DOI: 10.16423/j.cnki.1003-8701.2016.05.010

EYHERERNEEEEEKBREEELS

|,—‘;|\

RiHER

ERTLAERLERAL G R EHE L TAE LMWL BT
o g

(1 RO R 2 B, KA 13011852, AR RL B2 Be AE M HOR BT 580, K 130033)

T OE R T R Ok AR R 3 S nT B T AR AT D (0 R S AR AR W T R ™ R e 3R R AR T R
HZE., B, e st By a i TAEMEh 28, bE U EWHE RN E R, © 01055 2 5t £ kA
KM LR, I 38 2 35 AL T A B R AR AT T — ST 56 At 6 PRUK R o ASATF 58 gl A 00 Tt i A G R PR 199 e B B LA /K e vh 1)
WA AL AT T 2838 IR I T 176 3 TR /K R X — Uk AR 9 v A7 7 B4 Tl 180 R o7 D i 35t

KGR - KA 5 ok R0 ; e KL

HFE 45 %5:5511.035.3 FESES:A X EHS . 1003-8701(2016)05-0046-06

Advances in the Cloning of Salt Tolerance Related Genes in Plants and Ge-
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Abstract: Soil salinization is increasing and causes arable area reduction year by year. It has become a main limit-
ing factor affecting the grain production in our country. At present, improving the salt tolerance of crop is urgently
needed for plant breeding. With the rapid development of modern molecular biology technology, Scientific research-
ers have cloned a number of salt—tolerance related genes and some salt—tolerant transgenic rice have been obtained.
In the paper, cloning of salt—tolerance related genes in plants and genetic transformation of rice have been summa-
rized. The problems and prospect of their application in genetic transformation of rice in future were also discussed.
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