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Feasibility Study on Cultivation of Pleurotus geesteranus with Soybean Meal Resi-

due
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Abstract: In this study, cottonseed shell was used as the main material and soybean meal residue was used instead
of bran as the auxiliary material to study the application effect of soybean meal residue in seed production and culti-
vation of Pleurotus geesteranus. The results showed that: The mycelia of Pleurotus geesteranus could grow normally
in the formula with soybean meal residue as auxiliary material. The mycelia growth rate of No. 2 formula (5% soy-
bean meal residue) was not significantly different from that of the control group, which indicated that soybean meal
residue could be used to produce the original and cultivated species of Pleurotus geesteranus. The fruit body of Pleu-
rotus geesteranus could grow normally in the formula with soybean meal residue as auxiliary material. The fruit body
yields of No. 2 and No. 3 formula (10% soybean meal residue) were not significantly different from that of the control
group. The fruit body yield of No. 4 formula (15% soybean meal residue) was significantly lower than that of the con-
trol group. In conclusion, adding 5%—10% soybean meal residue in the formula is feasible and improves the cultiva-
tion efficiency of Pleurotus geesteranus.
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