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Analysis of the Polymorphism of HTR2A Gene in Chinese Caoyuan Red Cattle

and Its Correlation with Meat Quality Traits
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(1. Jilin Academy of Agricultural Sciences/Key Laboratory of Beef Cattle Genetics and Breeding, Ministry of Agricul-
ture and Rural Affairs, Changchun 130033; 2. Jilin Academy of Agricultural Science and Technology, Jilin 132101,
China)

Abstract: The study took the Chinese caoyuan red cattle as the research object. The 5 exons of the HTR2A gene
were screened for SNP by PCR sequencing. Only two SNPs, S, and S,, were found at the 86 bp and 164 bp of exon 3.
The corresponding mutations are g. C86G and g. G164A. Chi—square test shows that S, and S, are in Hardy-
Weinberg equilibrium. The two detected SNP were analyzed for linkage disequilibrium, and it was found that be-
tween S, and S,, D’ = 0.794, * = 0.350, which is a strong linkage. Two sites (S,, S,) formed four haplotypes H, (CG),
H, (GA), H, (GG), H, (CA), and the haplotype frequencies were 0.570, 0.234, 0.163, 0.033, respectively. Combined
with meat quality traits for linkage analysis, it was found that the intramuscular fat content corresponding to the hap-
lotype combination H,H, individuals was extremely significantly higher than that of the H,H, individuals (P<0.01),
significantly higher than H H,, HH, (P<0.05), preliminary judgment of the haplotype combination H,H; is signifi-
cantly related to the intramuscular fat content of beef cattle, and can be used as a reference marker for breeding beef
cattle with high intramuscular fat content.
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